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Table Appendix 3: Table with target-specific primer pair sequences and citations for each gene region (and segments).

Ex-
ngle EZ?;SG E:;:ler Piirner 5’ Sequence 5’ Reference Piimer 3’ Sequence 3’ Reference
gion (bp) Name
White et al.|(1990); ‘White et al.|(1990);
ITS 650 ITS  ITS- ggAAggAgAAgTCgTAACAAge ; ITS- TCCTCCgCTTATTgATATgC A ;
5 Baldwin|(1992 4 [Baldwin| (1992
atpB 1497  atpB1 S1494R TCAgTACACAAAgATTTAAggTCAT [Floot et al| (1995 S611 AACgTACTCgTgAAggAAATgATCT [Foot et al.| (1995
atpB2  STGOR TAACATCTCggAAATATTCCgCCAT [Floot et al| (1995 S2 TATgAgAATCAATCCTACTACTTCT [Floot et al| (1995
ndhF [OImstead and Sweerel
ndhF 2086  ndhFi 5 ATggAACAgACATATCAATATgSgTgg 1001 ndhF gAAAAATTCCCgCCgCTACCATAg {Toot
803R
PCR
[OImstead and Sweerel
ndhF CTATggTAgCggCggg AATTTTTC ndhF CgAAACATATAAAATgCRgTTAATCC
ndhF2 oo (1994 1518R (1994
stea 1 Sw dhF a d Sw
ndhF ggATTAACYgCATTTTATATgTTTCg ne CCCYASATATTTgATACCTTCKCC
ndhF3 ¢ (1994} Psc-R (1994]
matK 1491 matKi matK1F ACTgTATCgCACTATgTATCA Sang et al.|(1997] matKAR gCATCTTTTACCCARTAgCgAAg [Bremer et al.] (2002
matK? matKaF AAgATgCCTCTTCTTTGCAT Sang et al.|(1997 matK3R gATCCgCTgTgATAATgAgA Sang et al.|(1997
rbcL |Olmstead and Palmer|
rbel 400 Thel o ggCCgTCgACATgTCACCACAAACAgARACTAAAEC Tro04 er()ic';le gATTTCgCCTgTTTCggCTTgTgCTTTATAAA (004
PCR
a b
trnTLF 1500 trn_ab  (BA8557) CATTACAAATgCgATgCTCT Taberlet et al.|(1991 (A49291) TCTACCgATTTCgCCATATC Taberlet et al.|(1991
c f

trn_cf (BA9317) CgAAATCggTAgACgCTACg Taberlet et al.|(1991 (A50272) ATTTgAACTggTgACACgAg Taberlet et al.|(1991
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