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Numbers in brackets are numbers of individuals that share the same haplotype

LAsyd6 (3) 
LAusTura02

LAeyre2 

LAeyre3 (2) 

LAeyre5 
LAusMel06 

LAusEsperA02 (27)

LAusEsperA03 (3)

LAusEsperA05

LAusEsperA10

LAusEsperB01(3)

LAusEsperB05

LAusEsperB10 

100
Flindersian

LAusMel04 

LAusMel15 

LAtas3 
LAusMel07 
LAtas2 

LAusMel12 

LAusMel03 

LAtas9 
LAtas6 
LAusMel16 

LAusMel08 
LAtas8 

LAtas7 
LAtas1 (17) 
LAusMel18 

LAusMel04 
LAusMel20 

LAusMel02 

LAusMel19 
LAusMel14 

LAusMel05 

LAtas5 

93
Maugean

Peronian

LAsyd2 (8) 
LAusGre08
LAsyd5 
LAsyd8 (2) 
LAsyd7 

LAsyd4 
LAusHay02

LAsyd3 (7) 
LAusGre06

LAsyd6 (3) 
LAusTura02

LHK04
LHK06

LHK01
LHK02
LHK07
LHK08

LHK05
LHK03

0.005 substitutions/site

1

1

1

0.9

1

Peronian

Maugean

Flindersian

LAeyre2 
LAusEsperA02 (27)

LAeyre3 (2) 
LAeyre5 
LAusEsperA03 (3)
LAusEsperA05
LAusEsperA10
LAusEsperB01(3)
LAusEsperB05
LAusEsperB10 

LAusMel06 

LAtas2 
LAusMel07 

LAtas9 
LAtas1 (17) 
LAtas7 
LAusMel18 

LAtas3 
LAtas5 
LAtas8 
LAusMel02 
LAusMel03 
LAusMel04 
LAusMel05 
LAusMel08 
LAusMel12 
LAusMel19 
LAusMel20 

LAtas6 
LAusMel16 
LAusMel15 

LAusMel14 
LAtas4 


