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UCRI/ P20788
15 (9) [cv=2.5%]

ATPA/ P15999
72 (48) [cv=3.0%]

AT5F1/ P19511
18 (14) [cv=2.2%]

Cytochrome b-c1 
subunit 1

Cytochrome c 
oxidase subunit 6C-2

CX6C2/ P11951
11 (5) [cv=3.2%]

Cytochrome b-c1 
subunit rieske

ATP8/ P11608
4 (3) [cv=4.6%]

ATPE/ P29419
7 (4) [cv=2.3%]

ATPD/ P31399
15 (11) [cv=3.1%]

ATPO/ Q06647
23 (13) [cv=2.6%]

Succinate 
dehydrogenase

Electron transfer 
flavoprotein alpha
Electron transfer 
flavoprotein alpha

ETFA/ P13803
22 (13) [cv=3.8%]
ETFB/ Q68FU3
17 (9) [cv=1.4%]

Electron transfer 
flavoprotein-ubiquinone 
oxidreductase

ETFD/ Q6UPE1
22 (13) [cv=2.0%]

NADH-ubiquinone 
oxidreductase 75 kDa 
subunit QCR1/ Q68FY0

21 (14) [cv=3.4%]
Cytochrome b-c1 
subunit 2

QCR2/ P32551
29 (17) [cv=2.9%]

Complex II Complex VComplex IVComplex IIIComplex I

Respiratory chain
Cytochrome C CYC2/ P10715

8 (3) [cv=9.2%]

Cytochrome c 
oxidase subunit 2

COX2/ P00406
5 (4) [cv=4.0%] F1 ATPase

NDUFV2/ P19234
11 (6) [cv=1.4%]

QCR6/ Q5M9I5 
9 (6) [cv=2.9%]

Cytochrome b-c1 
subunit 6

NDUFS1/ Q66HF1
47 (28) [cv=4.4%]

NU3M/ P05506
2 (2) [cv=12.0%]

NADH-ubiquinone 
oxidreductase chain

ATP5J/ P21571
13 (8) [cv=6.8%]

ATPG/ P35435
20 (16) [cv=8.5%]

ATPB/ P10719
55 (42) [cv=3.7%]

QCR8/ Q7TQ16 
6 (2) [cv=11.1%]

Cytochrome b-c1 
subunit 8

Cytochrome c 
oxidase subunit 4

COX41/ P10888
12 (3) [cv=3.9%]

Cytochrome c 
oxidase subunit 5A

COX5A/ P11240
7 (5) [cv=16.6%]

CYC/ P62898
19 (11) [cv=2.8%]

DHSB/ P21913
31 (15) [cv=2.7 %]

DHSA/ Q920L2
35 (21) [cv=4.4%]

NDUV3/ Q6PCU8
6 (2) [cv=16.1%]

NADH-dehydrogenase 
[ubiquinone] 
flavoprotein

NDUS6/ P52504
3 (3) [cv=6.4%]

NDUAB/ Q80W89
4 (3) [cv=29.4%]

NU2M/ P11662
5 (3) [cv=15.4%]

NU4M/ P05508
4 (4) [cv=3.0%]

NDUA5/ Q63362
6 (4) [cv=17.5%]

NDUS4/ Q5XIF3
12 (8) [cv=4.8%]

NADH dehydrogenase 
[ubiquinone] 1α,

NDUA9/ Q5BK63
24 (9) [cv=2.4%]

NADH dehydrogenase 
[ubiquinone] iron-sulfur 
protein

NDUS2/ Q641Y2
19 (12) [cv=1.9%]

NDUAA/ Q561S0
22 (13) [cv=3.3%]

(average coefficient of variation = 6.09 %)

F0 ATPase

Protein kinases
5'AMP protein kinase α2 AAPK2/ Q09137

5 (4) [cv=3.3%]

5'-AMP protein kinase

cAMP-dependent 
protein kinase type 1α 
regulatory subunit

KAP0/ P09456
9 (4) [cv=4.6%]

cAMP-dependent protein kinase

Mitogen-activated 
protein kinase 10

MK10/ P49187
10 (4) [cv=9.2%]

Mitogen-activated protein kinase

cAMP-dependent 
protein kinase type 2α 
regulatory subunit

KAP2/ P12368
15 (8) [cv=5.3%]

Tyrosine protein kinase 
JAK3

JAK3/ Q63272
13 (5) [cv=3.9%]

Tyrosine protein kinase STE20-like protein 
kinase

SLK/ O08815
21 (6) [cv=2.5%]

Serine/threonine protein kinase

cAMP-dependent 
protein kinase catalytic 
subunit β

KAPCB/ P68182
28 (7) [cv=13.9%]

cAMP-dependent 
protein kinase type 2β 
regulatory subunit

KAP3/ P12369
9 (5) [cv=6.0%]

Mitogen-activated 
protein kinase 12

MK12/ Q63538
16 (8) [cv=2.6%]

Dual specificity 
mitogen-activate 
protein kinase kinase 1

MP2K1/ Q01986
15 (9) [cv=5.5%]

Mitogen-activated protein kinase kinase

Serine/threonine 
protein kinase MRCK α

MRCKΑ/ O5487
29 (12) [cv=7.8%]

Serine/threonine 
protein kinase MRCK β

MRCKB/ Q7TT49
22 (10) [cv=5.8%]

Calcium/calmodulin-dependent
protein kinase
Calcium/calmodulin-
dependent protein 
kinase type II β

KCC2B/ P08413
10 (4) [cv=3.9%]

Striated muscle-
specific protein kinase

SPEG/ Q63638
18 (4) [cv=6.0%]

PRP4B/ Q5RKH1
12 (6) [cv=9.7%]

Serine/threonine 
protein kinase PRP4

AKT2/ P47197
20 (9) [cv=4.3%]

RAC-β serine/
threonine protein 
kinase

Mitogen-activated 
protein kinase 13

MK13/ Q9WTY9
9 (2) [cv=11.4%] p38δ

PKBβ/ AKT2

PKA

5'AMP protein kinase γ1 AAKG1/ P803*5
5 (2) [cv=13.9%]

Mitogen-activated 
protein kinase 9

MK9/ P49186
5 (2) [cv=5.8%]

cAMP-dependent 
protein kinase type 1β 
regulatory subunit

KAP1/ P81377
5 (4) [cv=17.5%]

Mitogen-activated 
protein kinase 14

MK14/ P70618
3 (2) [cv=9.2%] p38α

AKT1/ P47196
20 (9) [37.3%]

RAC-α serine/
threonine protein 
kinase

PKBα/ AKT1

Regulator complex 
protein LAMTOR3

LTOR3/ Q5U204
6 (3) [cv=5.9%]

Muscle skeletal 
receptor tyrosine 
kinase

MUSK/ Q62838
6 (3) [cv=5.3%]

(average coefficient of variation = 8.35 %)

p38γ

ΝUΑΚ2/ Q66HE5
16 (5) [cv=3.0%]

sucrose-non-fermenting 
protein kinase/AMP-activated 
protein kinase-related protein 
kinase, SNARK


