Figure S5. Carbohydrate transport/utilisation gene clusters in R. bromii genomes. Organisation of (A) maltose and fructose transport
systems and (B) glycogen biosynthesis gene cluster for the human Ruminococcus bromii L2-63, L2-36, ATCC27255 and 5AMG strains. A
separate galactose utilization cluster is also present (see Figure 5).
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