(a)

Apsolute

4787 .59
430583
3830.07
3351.31
2872.55

23935
1915.04
1436.28
a57.52
47376

1)
Masked

Absalute

4534.39
408095
3627.51
317407
272063

2267.2
181376
1360.32
S0 &8
45344

[u]
asked

PpPMTA (Pp3cl_32590V3)

GAMETOPHORE

(b)
PpFIP37 (Pp3c8_10480V3)

GAMETOPHORE

Abzolute

S0E9.49
4562 54
4055.59
3545 .64
3041 .69

253474
2027 .8
1520.85
10139
50695

1}
Masked

(d)

GAMETOPHORE

Absolute

1979.85
1781.59
15839
138592
1167 .93
959.94

79185
59396
38598
19799

o
Masked




Figure S4. The accumulation of methyltransferase complex transcripts is larger during
sporophyte development.

Gene expression maps for (a) PoMTA, (b) PpFIP37, (c) PoMTB1 and (d) PoMTB2 were obtained
from the eFP browser (http://bar.utoronto.ca/efp physcomitrella/cgi-bin/efpWeb.cgi). In these
schemes we observe the absolute accumulation of the transcripts that encode for the MTC
components in P. patens. For all of them, the highest expression observed is in the developing
sporophyte and in the mature spore.
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