
Supplementary Table S13. Common and unique genes within the mouse and human anaphylaxis severity Transcriptome. 

Mice anaphylaxis severity Transcriptome was identified from differential expression  and WGCNA analyses (n = 429 genes). Human anaphylaxis severity Transcriptome is the accumulation of DEGs  between peanut baseline and peanut 4hrs that correlated with severity score (n = 54 genes) from Discovery cohort (n = 19 individuals) and peanut severity genes identified from Human validation cohort (n = 21 individuals, n = 318 genes) derived from Do AN, Watson CT, Cohain AT, et al. Dual transcriptomic and epigenomic study of reaction severity in peanut‐allergic children. J Allergy Clin Immunol. 2020;145(4):1219‐1230. 

Names total elements

Invivo Mice & Invivo Human 11 CD59

CCDC50

ATXN10

CLEC4E

MSRA

IFNGR1

SLC35E3

CBS

CD200R1

ECHDC3

IL18R1

In‐vivo human 324 MAGEH1

MSRB1

ANKS1A

TPD52

KCNJ2

TBC1D24

ZNF684

SPIB

GLT1D1

MGAM

GFOD2

ZDHHC18

CXCR4

TMBIM4

ARHGEF11

ZCCHC6

TBL1X

SIRPB2

S100P

LOC727896

DENND5A

LOC399715

CSNK1A1L

NLRC4

ABHD5

FCGRT

KCNE1

STK16

PPP1R12B

AQP9

IFITM3

SOCS7

DOCK2

CMTM2

LOC645166

ATP2C2

SSH2

CLRN1

IRF2BP2

TSPAN3

FAM83G

ALOX15B

XPO6

SORL1

PLIN4

RNASE6

DDIT4

USP15

CSF3R

NAMPT

METTL8

UBN1

BTNL8

ARHGAP17

FAM129A

ZNF500

DGKG

PFKFB2

KIAA0513

CA4

ANXA3

WDFY3

LRRC8C

SLC8A1

ALOX5AP

MAN2A2

LILRB3

CYP20A1

ADGRE3

ST3GAL1

DYSF

KREMEN1

TBC1D30

ATP6V0B

MTRNR2L1

FAM19A2

CACNA1E

DHRS7

CLASP1

RRP1
TLR8‐AS1
RAPH1
IL1R2
YIPF1
TNPO3
GK3P
TLR7
CHST15
SRGAP2B
SLC22A15
FOS

44444
MIR223
NLRP6
DENND3
SMARCB1
CD28
SAP30
RNF144B
LOC100124692
ABHD2
SEC14L1
SLC6A6
GNE
TMEM91
KIAA1257
TMEM173
CNTNAP3
GLUL
TCERG1
URI1
GNG10
CHST11
TNFSF8
SCML2
CXCR2
USP10
KNSTRN
CSAD
MFN2
ABAT
ACSL1
STRBP
ABCC5
SLED1
KIF27
APMAP
ANKRD44
TSC22D3
LRRK2
MKL2
ZNF395
IFFO2
DNAJC21
KDM6A
ELMO1
ERMP1
TGOLN2
FAM172A
AHCYL2
ZNF121
HAL
SIPA1L2
PILRA
EPM2A
TM6SF1
NUP88
EXTL3
NUDT16P1
GCA
C5orf30
TRIM44
CDK5R1
DBN1
TRIM65
SERPINA1
TP53INP2
ZNF407
CARS
CYP4F3
FXN
MYO16
SCRG1
RHOBTB2
PADI2
ASAH1
CATIP
IL27RA
CELF2
RIT1
NSFL1C
GRSF1
NABP1
CCNH
PHACTR1
CYSTM1
SAP30BP

PCNX

EFTUD1
CYP4V2
THUMPD2

C19orf35

TLR4
TMEM140
TNFAIP6

SLC35C1

OSBPL2
DOCK5
C11orf24

MIIP

MAP1LC3A
TTC24
LILRA2

ST6GALNAC2

AKAP13
METTL4
SLA

SIGLEC5

NECAB2
TRAM2
PLA2G4A

KLHL21

CEACAM4
RTFDC1
PPFIA1

KCTD7

MPO
ZBTB16
NEDD9

ANKRD22

CPD
HLA‐DOA
RCAN1

B3GNTL1

KLHL42
RBBP4
BEST1

DOLPP1

NCOA2
TMEM120A
LRG1

SPAG9

HERC6
PHC2
SRGAP2

UPP1

SUSD6
CD22
FPR2

MLKL

ACP6
HAUS4
BEND7

FAM212B

TBXAS1
FZD3
GRAP

MXD1

SLC9A8
TREML3P

ATP6V0A2
KIAA0319L

CSF2RA

PER1
ARG1

MANSC1
PCYOX1

APOBEC3A

DUSP1
ITPKC

BCL7A
SIPA1L1

LOC285847

IL21R
REPS2

PREX1

UBFD1
NSUN7

IGF2R

LST1
OSTM1

MIR22HG
NFKBIA

AGFG2

VPRBP
IRS2

ARHGAP24
FKBP9

TNFAIP8L1

PFKFB4



LRRC57

FAM160A2

FLJ10661

CCNJL

RBP7

HCG27

JDP2

NMT2

TLR2

DDX12P

C10orf54

SRGAP2P2

SLC31A2

DOCK4

ATG9A

ZBTB25

ERN1

KCNJ15

TRAFD1

NPL

PPAPDC1B

LOC388387

ZFAND2B

ALPK1

INHBB

LOC339874

TMED10P1

CHKA

RAB31

GAB2

SYTL3

SLC11A1

RALB

9‐Mar

IL1R1

ABTB1

HSBP1

SHMT1

PISD

NFAM1

HMGB2

POLB

LOC148696

LPAR2

IL18RAP

TOB1

RYBP

KRT23

SLC26A6

HCLS1

FPR1

CXCR5

KHNYN

VNN3

Invivo Mice 418 VDR

RCN3

PODNL1

CPA6

HACD1

TNIP3

MT1B

TUBE1

STX3

PHF5A

NR3C2

NPAS2

FAM111A

TNIK

ENG

KLF1

BRI3BP

CXCL3

MPZL2

RIDA

FRAS1

TCF7L1

DAZAP1

LANCL3

METTL18

C15orf48

DDX5

CYTH1

DLG2

PAPOLA

GADD45G

SLC29A4

MRPL45

GOLM1

BANK1

GOT1

CCR6

SLC12A8

PHC1

TMEM274P
SAMD3
FNDC9
MMP8
PTPN22
CABP4
BCL2L11
MT1E
IRAK2
MZT2B
SERPINE2
SNIP1
CYP2S1
TRIQK
ROCK2
TLR1
NUCB2
RNF216
COG6
MSH4
SARS2
CPNE4
POSTN
PROK2
SIX5
TRBV24‐1
GPR27
RHOU
ASCL4
ARF2P
SCGB1C1
ADGRG3
IGSF23
NLK
SLC16A7
LTBP4
CXCL2
NBEA
ZRANB3
SLC27A3
MGA
MS4A2
ANKRD35
NDUFC2‐KCTD14
TBC1D5
SH3BP5
TRUB2
FLT3
IRGM
GLRX2
SLC9A6
APOE
RAB3D
SLC25A5
PURA
PELO
RMDN1
MAPK12
PTK2
OPHN1
EMD
SERPINB6
DNAH6
TP53INP1
SLC24A5
CAMTA1
AKAP12
DNAI4
MYADML2
GPR34
ACAT2
CAGE1
GUCY1B1
TET2
TUSC3
SAA3P
IFI30
MRPL48
RDH12
MDK
RPRD1A
CELA1
GSTM4
NCR1
SLC9C1
KHDRBS3
SLC4A3
ARAP2
SLC27A4
ZBTB2
KLRC4‐KLRK1
EFHC1
PI4K2A
TAFA3
MRPS12
COL6A5
PAQR8
LY86
TMEM260

IGFALS
GBP6
PLEKHG5

SLC20A2

FRAT1
PIGN
ZDHHC23

HEATR9

TRMO
LY6G6F
THNSL1

RCOR3

CCDC91
PRMT2
NACC2

AFAP1L1

ZNF382
CYTIP
ARF1

ARID5B

ADGRL2
TEC
CXCL1

TRPC6

IGHG1
TANC1
EHMT1

RASGRP3

MMAB
MCM2
NEURL1

TTLL11

HIF1A
TP73
SLC2A4

PKMYT1

MT1M
QRICH1
BANP

IFT88

MAP2
RET
FADS2

ROBO3

PJA1
ITM2A
GNG11

ABCB1

ERF
NR1H4
PPP3CC

TDGF1

KCNA4
NFE2L2
IFIT2

SH3PXD2A

NRF1
VSTM5
TMEM108

MT1G

SNN
FLOT2

PRSS16
CSTA

CC2D2B

OSBPL11
P4HA1

TENM1
DELE1

AKAP5

XKR6
RARG

SERPINB2
TNFRSF4

NENF

IL4R
CCM2L

RORB

SYTL4
ZFHX4

CR2

RAB27B
TM4SF1

MT1F
FAM124B

TTN

RGS6
TIGIT

TTLL7
INAFM1

PDK1

PGPEP1L



WWTR1

UNC80

MARK4

CRACR2A

NDUFAF8

SNAP47

FRMD6

PDGFD

SULT1A1

DAGLA

DNLZ

KLK10

CLEC2D

PROSER2

PMVK

MRPS15

KRT87P

DENND4C

SOWAHC

NAIP

LTB

CD84

MFSD13B

CXCL5

PATJ

ARHGEF3

NTN4

HSD3B1

HLA‐A

TRAPPC2

RGS10

STXBP1

DGAT1

TRAV4

NDUFS5

CCR5

MSANTD3

ISY1‐RAB43

RPS26

GPRIN3

PPP1R35

IZUMO1R

TMEM9B

SPACA9

ALDH1B1

GPR174

ACOD1

NSL1

LRRC75B

UBE2D3

EIF5A

MALAT1

GPR45

IQANK1

LIPA

DNAAF11

MICALL2

TGM3

TRMT44

GALNT9

KRT83

COQ4

GALM

IGHA2

MT1H

ADPGK

TIE1

TRPC1

MT1A

LCN2

NUDT22

RUNDC3B

FLI1

SFT2D2

MCM5

GALNT7

SAA2

TNFSF18

IDE

GPR68

SYNPO

IGIP

GEMIN6

KPRP

ICOSLG

WNT5B

HOTAIRM1

CX3CR1

ITGB2

PLP1

HPGD

RETNLB

DNAJC12

MFAP3L
ANKRD24
UXT
MARCHF1
SENP3
TSPAN17
CAVIN2
FMNL2
CLEC10A
COX19
GOPC
CERS3
NTRK3
MT1X
MT2A
MALL
MZT2A
ZKSCAN7
KLHDC9
GTSE1
UBE2D2
ALG1
CHIT1
TRAPPC6A
SP9
PLAUR
RUNDC1
CISH
TRBJ2‐6
ADAMTSL1
KRT78
PHTF2
ZBTB46
CRYBG1
LFNG
IL2RB
HNRNPH3
DTNA
FDPS
VPS37B
AKT3
DAPL1
H4C1
DUSP10
SELENBP1
ITIH4
KRT81
NUDT3
CRISP3
ADCY10
SOX18
PITPNB
NEB
STX4
RNASE4
SEMA4C
EIF5AL1
TLR3
TROAP
ARL8B
IL7
ERC1
STARD7
KRT86
CMAHP
ANGPT1
RAN
IRF2BPL
LSAMP
VIPR2
RPS6KA3
PRELID2
ADAMTS7
GCDH
ARHGEF5
RPS6KA2
VPS13B
ZBED5
HDAC6
ABCA13
N4BP3
EYA2
HBA2
RDM1
EFEMP1
FAM120C
ISY1
CKAP4
NDUFC2
BIRC3
PHLPP1
TAMALIN
CNEP1R1
CD14
ITGA4


