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The nucleotide sequences of the connecting peptide regions
on the HA of pathogenic avian strain A/fowl/Victoria/75 and of
three variant strains were determined by dideoxy sequencing of
reverse transcripts of virion RNA primed with synthetic oligo-~
nucleotides. The deduced amino acid sequence of the connecting
peptide of the "wild type" HA is Lys-Lys-Arg-Glu-Lys-Arg-Gly
(with Gly representing the NH,-terminal residue of the HA; sub-
unit). All three variant strains, obtained by diluted serial
passages in chicken embryo cells (CEC), showed the same single
base change in the connecting peptide. The resulting amino acid
change, which was unexpectedly located C-terminal to Glu,
rendered the HA of the variants noncleavable in infected CEC and
the viruses were no longer pathogenic for chickens. The biochemi-
cal/biological implications of these results are discussed.
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The contributions of specific genes derived from attenuated and cold-
adapted (ca) "Master" strains were studied for pathogenicity,
temperature ~ sensitivity, (ts) and cold-adapted (ca) phenotype. These
phenotypes were analyzed by examination of reassortants containing
single, double and triple genes derived from the ts and ca donor lines.,
Single gene reassortants for type A influenza viruses were not ca or ts
and had no evidence of decreased virulence. However, all single gene
reassortants of type B influenza viruses tested were ca and not ts,
with the exception of the single gene reassortant inheriting RNA3 which
was both ca and ts. Reassortants inheriting two genes showed some
decrease in virulence, they were ca but not ts, and the triple gene
reassortant had a level of attenuation comparable to influenza live
vaccine candidates and the cold-adapted donor strains.
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