
CGGACTTTATCAGCCTGCCCATCGGCGCGCGGATCTGTGGTGGTAAATGCTGCATTCGATGGCGGGCGCATTTGTTGTG
CGGACGCTATCAGCCTGCCCATCGGCGCGCGGATCTGTGGTGGTAAATGCTGCATTCGATGGCGGGCGCATTTGTTGTG
CAGAGGCTATCTGCCTGCCCATCAGCGCTCGGATCTGCGGTGGTAAATGATGCATTCGATGGCGGGCGCATTTGTTGTG
CGGACGCTATCTGCCTGCCCATCAGCGCGCGGATCTGCGGTGGTAAATGATGCATTCGATGGCGGGCGCATTTGTTGTG
TAAATTTTGCCTATCTGCCCATCAACCCGAGGATCTGCACTAATAAATGATGCATTCCATGGTGGCCGTATTTGTTGGG
TAGATTTTGCCTATCTGCCGATCAACGCGGAGATCTGCACTGGTAAATGATGCATTAGATGGTGGCTGTATTTGTTGTG
=====TTTGTCTATATGCCCATCAACGGTGAGATCTGCACGGGTAAATGATGCATGTGATGGGGGATGTGTTTGTTGTG
============================================ACATGATGCATTAGATGTTGAATGTATTTGTTGGG

TGCGCTCTGAAAGGGCTGCGATAATCTGGAAGGCAGAGATAAGAAACACCATTTATTCCGCGGCACTTTGGAAACAATT
TGCGCTCTGAAAGGGCTGCGATAATCTGGAAGGCAGAGATAAGAAACACCATTTATTCCGCGGCACTTTGGAAACAATT
CGCTCTCTGAAAGGGCTCCGATAATCTGGAAGGCAGAGATAAGGAACACCATTTATTCCGCGGCACTTTGGAAACAATT
CGCGCTCTGAAAGGGCTCCGATAATCTGGAAGGCAGAGATAAGGAACACCATTTATTCCGCGGCACTTTGGAAACAATT
GGAGTTTTGAAAGGGTTCTGATAATCTGGAAACCAGAGATAAGGAACACCCTTTATTCAGCAGCACTTTGGAAACAATT
TGAGTTTTGAAAGGGTTCCGATAATCTGGAAGCGAGAGATAAGGAACACCATTTATTCAGCAGCACTTTGGAACCAATT
TGAG-TCTGAAAAGCCTGAGATTATCTGCAAGGTCCTGATAAGAAACACCATTTATTCTGCTGCACTTTGCAGCCAATT
TAAG-TTTGAAAAGGCGGCGATAATCTGGGAGTGAGAGATAAGGAACACCATTTATTCAGCAGCACTTTGGACCCCGCT

CCCAGCCCTGTACAACCCCATTCTCGGGCAGCCTCCGGGAGCCGGGCAGATAACGATTGGCTATTCATTATCTTCGCCG
CCCAGCCCTGTACAACCCCATTCTCGGGCAGCCTCCGGGAGCCGGGCAGATAACGATTGGCTATTCATTATCTTCGCCG
CCCAGCCCTGTACAACCCCATTCTCGGGCAGCCTCCGGGAGCCGGGCAGATAACGACTGGCTATTCATTATCTTCGCCG
CCCAGCCCTGTACAACCCCATTCTCGGGCAGCCTCCGGGAGCCGGGCAGATAACGATTGGCTATTCATTATCTTCGCCG
TCCAACCCTGTTCAACCCCATTCTCCTGCAGCCTCCAGGAGCCGGGCAGATAACGATTGGCTATTCATTATCTTCGCCG
TTCAACCCTGTTCAACCCCATTCTCCAGCAGCCTCCAGGAGCCCAGGAGATAAGGATTGGCTATTCATTATCTTCACAA
TCCCAGCCT----------ATTCTCTGGCAGCCTCCAGGAGCCACAGAGATAACGATTGTCTATTTATTATCTTCACAA
TCCAGCCTCGGTCGGTGCT--------GACACCCCCAGCAGTTT-GCTGATAAAGATTGGCCATTTATTATCTTCACAG

GGAACAAAGATTAGCCGGCCGAGATGAAAAATTACCCGGGACAGCGGCTCAGGCCCACTCAGACCCCCCTGCCCGT
GGAACAAAGATTAGCCGGCCGAGATGAAAAATTACCCGGGACAGCGGCTCAGGCCCACTCAGACCCCCCTGCCCGT
GGAACAAAGATTAGCCGGCCGAGATGAAAAATTACCCCGGACAGCGGCGCAGCCCCGCGCGGACCCCCCTGCCCGC
GGAACAAAGATTAGCCGGCCGAGATGAAAAATTACCCCGGACAGCGGCGCAGCCCCACGCGGACCCCCCTGCCCG=
GGAACAAAGATTAGCCGGCCGAGATGAAAAATTACCCCGGATAGCAGCGTAGGCCCAGTCGGACCCCCCCCCCCCC
GGAACAAAGATTAGCTAGCAGAGATGAAAAATTACCC=======================================
GGAACAAAGATTAGCCAGCACACATGAAAAATTACCC=======================================
AGAACAAAGATTGCGTGGTGCCGATGAAATATTACCC=======================================
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Supplementary Figure S4　Nozawa et al.


