Figure S3

Haplotypes 1-Step Clades 2-Step Clades 3-Step Clades 4 Step Clades
Clade Dn Clade Dc Dn Clade Dc Dn Clade  Dc Dn Clade
2 5.93° 464.58
4 435.72 452.76
8 0.00 348.65
15 221.20° 451.76
35 0.00 406.96
61 270.06 408.08
63 0.00 229.73°
122 0.00° 581.54" 1-1 453.85 454.37
T 376.12" -28.42
1-2-3-5-6-7-8-Yes
PGF followed by intermediate pops extinction
38 1-2 0.00 411.24
26 1-3 0.00° 463.47,
6 1-4 265.18 400.80
49
71
5 1-5 11.05° 464.73 2-1 451.83° 456.13°
‘I—T 371.31% 11.88
1-2-3-4-No (RGF w/ IBD)
9 94.95° 441.5
12 455.41 544.35
120 0.00 483.78
1-T 374.02" 96.81 1-6 2-2 485.09 660.01"
1-2-3-4-No (RGF w/ IBD)
28 1-7 31 502.38 504.75
62
[z0 1.8 419.09 598.40
B 1.9 22.83 94.16°
No (Inconclusive Outcome:
135 1-10 352.34° 456.25° 2-4 507.87° 547.22
11
48
56 1-11 0.00 671.75"
57
T 352.34 -215.50°]
1-19-20-2-11-12-No 3-2 553.30 560.59
(Contiguous Range ion) 4-1 516.54° 527.60°
T 50.91 55.85 r
69 1-12 2-5 229.38° 571.42 1-2-11-17-NO (Inconclusive Outcome)
23 -13
24 1-T 278.49" -24.20
1-2-3-4-No (RGF w/ IBD)
7 1-33
21
30
31
39
72
136
32 1-34 2-12 461.30° 644.45°
20 1-35
60 1-36
[18 14 26 206.18° 855.64
72 -15
17 0.00 1019.47" 1-16 718.41 840.40"]
36 94.98 524.75
37 507.86° 677.09
58 0.00° 911.15
67 0.00 600.58;
68 94.54 663.74,
T -269.83 55.09 27 656.72° 843.75"
1-2-3-4-No (RGF w/ IBD)
81 1-17 111.25° 516.50°
13 1-18 0.00 609.14
77 1-22 48.85° 440.46°
119
75 1-23 0.00 369.97,
22 1-24 317.99 1247.19
34
40 1-25 139.01 1092.97
1-T 609.50" 246.04"
1-2-3-4-9-No (Allopatric Fragmentation)**
14 1-19 314.38° 766.32
16
29
33 1-20 631.03 838.47,
73
121
a1 1-21 0.00 616.01 2-8 801.43 802.49
1-T -246.53° -47.43
1-2-11b-12-No (Contiguous Range Expansion) 3-3 763.24" 773.55"]
[10 1-27 110.18]
153.544 -2 727.03 724.78"
PGF followed by intermediate pops extinction No Internal Clade
(Inconclusive Outcome)
27 1-28 2-10 298.85 692.65']
64
65
66 1-29
1 1-30 129.66° 148.69°]
19 1-31 54.20 527.27"
59 2-11 175.29° 259.34°
25 0.00 801.62 3-4 328.12° 618.51°
93 70.03° -T 123.55 I-T 435.12" 155.04

2
uous Range Expansion)

1-2-11-17-4-No (RGF w/ 1BD)

433.31"

1-2a-3-4-No (RGF w/ IBD)

*#* Clade 2-7: If you do not agree with the term "mostly" in the key for step #4, then the outcome is: 1-2-3-4-No (RGF w/ IBD)



